The bacterial type III secretion system-associated pilin HrpA has an unusually long mRNA half-life.
Secondary structures affect mRNA stability and may play a role in protein secretion. We have studied the mRNA of hrpA, which codes for the major structural unit of the type III secretion system-associated pilus of Pseudomonas syringae pv. tomato, Erwinia carotovora and Pseudomonas syringae pv. phaseolicola. We show that hrpA mRNA has an unusually long half-life, approximately 33-47 min. We mapped regions in the transcript that affected hrpA mRNA accumulation. Apparently, sequences at both 5' and 3' ends affect accumulation. Altering the hypothetical, stable GC rich loop structure in the 3' end of the transcript decreased transcript levels.